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<210> 1 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1 

Leu Arg Trp Glu Pro Ser Ser Gin Pro Thr lie Pro lie 
15 10 



<210> 2 
<211> 57 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2 

Val Gly He He Ala Gly Leu Val Leu Phe Gly Ala Val He Thr Gly 
15 10 15 



Ala Val Val Ala Ala Val Met Trp Arg Arg Lys Ser Ser Asp Arg Lys 
20 25 30 



Gly Gly Ser Tyr Ser Gin Ala Ala Ser Ser Asp Ser Ala Gin Gly Ser 
35 40 45 




2/18 



Asp Val Ser Leu Thr Ala Cys Lys Val 



<210> 


3 


<211> 


17 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


3 



Phe Thr Leu Thr Gly Leu Leu Gly Thr Leu Val Thr Met Gly Leu Leu 
15 10 15 



<210> 4 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 4 

Gly Val Ala Leu Gin Thr Met Lys Gin 
1 5 



<210> 


5 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


5 



Ala Ala Arg Ala Val Phe Leu Ala Leu 
1 5 



<210> 6 
<211> 9 



50 



55 



Thr 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 6 

Ser Ser Lys Ala Leu Gin Arg Pro Val 
1 5 



<210> 


7 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


7 



Ser Tyr Leu Asp Ser Gly lie His Phe 
1 5 



<210> 8 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 8 

Ala Cys Asp Pro His Ser Gly His Phe Val 
15 10 



<210> 9 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 9 



Tyr Leu Ser Gly Ala Asn Leu Asn Leu 
1 5 



m 

4/18 



<210> 10 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 10 

Glu Thr Val Ser Glu Gin Ser Asn Val 
1 5 



<210> 


11 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


11 



Arg lie Ala Glu Cys lie Leu Gly Met 
1 5 



<210> 


12 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


12 



His Leu Ser Thr Ala Phe Ala Arg Val 

1 5 



<210> 13 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 13 



Tyr Arg Pro Arg Pro Arg Arg Tyr 
1 5 



-> 
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<210> 14 

<211> 9 

,<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 14 

Lys Thr Trp Gly Gin Tyr Trp Gin Val 
1 5 



<210> 15 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa in position 1 is Met or Ala 



<400> 15 

Xaa Leu Gly Thr His Thr Met Glu Val 
1 5 



<210> 


16 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


16 



lie Thr Asp Gin Val Pro Phe Ser Val 
1 5 



<210> 17 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 
<400> 17 

Tyr Leu Glu Pro Gly Pro Val Thr Ala 
1 5 



<210> 


18 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


18 



Leu Leu Asp Gly Thr Ala Thr Leu Arg Leu 
15 10 



<210> 


19 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


19 



Val Leu Tyr Arg Tyr Gly Ser Phe Ser Val 
15 10 



<210> 


20 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


20 



Ser Leu Ala Asp Thr Asn Ser Leu Ala Val 
15 10 



<210> 21 
<211> 9 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 21 

Arg Leu Met Lys Gin Asp Phe Ser Val 
1 5 



<210> 


22 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


22 



Arg Leu Pro Arg lie Phe Cys Ser Cys 



<210> 


23 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


23 



Leu lie Tyr Arg Arg Arg Leu Met Lys 
1 5 



<210> 


24 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


24 



Ala Leu Leu Ala Val Gly Ala Thr Lys 
1 5 
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<210> 25 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 25 

lie Ala Leu Asn Phe Pro Gly Ser Gin Lys 
15 10 



<210> 


26 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


26 



Ala Leu Asn Phe Pro Gly Ser Gin Lys 



<210> 


27 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


27 



Lys lie Phe Gly Ser Leu Ala Phe Leu 
1 5 



<210> 


28 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


28 



Ser Pro Arg Trp Trp Pro Thr Cys Leu 
1 5 
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<210> 29 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 29 

Ala Glu Pro lie Asn lie Gin Thr Trp 
1 5 



<210> 


30 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


30 



Glu Ala Asp Pro Thr Gly His Ser Tyr 
1 5 



<210> 


31 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


31 



Ser Leu Phe Arg Ala Val lie Thr Lys 
1 5 



<210> 32 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 32 
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Glu Val Asp Pro He Gly His Leu Tyr 



1 


5 


<210> 
<211> 
<212> 
<213> 


33 
9 

PRT 

Artificial Sequence 


<220> 
<223> 


Synthetic 


<400> 


33 


Phe Leu Trp Gly Pro Arg Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


34 
9 

PRT 

Artificial Sequence 


<220> 
<223> 


Synthetic 


<220> 
<221> 
<222> 
<223> 


MISC FEATURE 
(1) . • (1) 

Xaa in position 1 is 


<400> 


34 


Xaa Ala Gly lie Gly lie Leu 
1 5 


<210> 
<211> 
<212> 
<213> 


35 
9 

PRT 

Artificial Sequence 


<220> 
<223> 


Synthetic 


<400> 


35 



Ser Thr Ala Pro Pro Val His Asn Val 
1 5 



<210> 36 
<211> 10 



IPs 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 36 

lie Leu Asp Thr Ala Gly Arg Glu Glu Tyr 
15 10 



<210> 


37 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


37 



Leu Leu Gly Arg Asn Ser Phe Glu Val 



<210> 


38 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


38 



Phe Leu Thr Pro Lys Lys Leu Gin Cys Val 
15 10 



<210> 


39 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


39 



Val lie Ser Asn Asp Val Cys Ala Gin Val 
15 10 
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<210> 40 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 40 

lie Leu Ala Lys Phe Leu His Trp Leu 
1 5 



<210> 


41 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


41 



Met Ser Leu Gin Arg Gin Phe Leu Arg 



<210> 


42 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


42 



Leu Leu Gly Pro Gly Arg Pro Tyr Arg 



<210> 43 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 43 



Ser Val Tyr Asp Phe Phe Val Trp Leu 
1 5 



13/18 



<210> 44 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 44 

Thr Leu Asp Ser Gin Val Met Ser Leu 
1 5 



<210> 


45 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


45 



Glu Val lie Ser Cys Lys Leu lie Lys Arg 
1 5 10 



<210> 


46 


<211> 


9 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


46 



Lys Cys Asp lie Cys Thr Asp Glu Tyr 



<210> 47 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic 



Sequence 



<400> 



47 




# 
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Arg Gly Pro Gly Arg Ala Phe Val Thr lie 
15 10 



<210> 48 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 48 

Ser lie lie Asn Phe Glu Lys Leu 
1 5 



<210> 


49 


<211> 


225 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


49 



gagccctcga gctccactgt ctccaacatg gcgaccgttg ctgttctggt tgtccttgga 60 

gctgcaatag tcactggagc tgtggtggct tttgtgatga agatgagaag gagaaacaca 120 

ggtggaaaag gaggggacta tgctctggct ccaggctccc agacctctga tctgtctctc 180 

ccagattgta aagtgatggt tcatgaccct cattctctag cgtga 225 



<210> 50 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 50 

Leu Arg Trp Glu Pro Ser Ser Ser Thr Val Ser Asn Met 
15 10 



<210> 51 

<211> 39 

<212> DNA 

<213> Artificial Sequence 



4 
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<220> 

<223> Synthetic 



<400> 51 

ctgagatggg agccctcgag ctccactgtc tccaacatg 



39 



<210> 


52 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


52 



ccctcgagct ccactgtctc caacatggcg 30 



<210> 53 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<210> 54 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 54 

gcgtctagag cttcagtcgt cagcatggct cgc 33 

<210> 55 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 53 

cgcgcggccg caagtccact ccaggcagc 



29 



<400> 55 

ctgaccggct tgtatgctgt gtatgacttt tttgtgtggc tcggaggtgg cggatccgcg 



60 



f 




# 
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<210> 56 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 56 

cgcggatccg ccacctccga gccacacaaa aaagtcatac acagcataca agccggtcag 60 



<210> 57 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<210> 58 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 58 

cgcggatccg ccacctccca gtttttcaaa gttgattata ctagcataca agccggtcag 60 

<210> 59 

<211> 348 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 57 

ctgaccggct tgtatgctag tataatcaac tttgaaaaac tgggaggtgg cggatccgcg 



60 



<400> 59 

ggatccggag gtggttctgg tggaggttcg atccagaaaa cccctcaaat tcaagtatac 



60 



tcacgccacc caccggagaa tgggaagccg aacatactga actgctacgt aacacagttc 



120 



cacccgcctc acattgaaat ccaaatgctg aagaacggga aaaaaattcc taaagtagag 



180 



atgtcagata tgtccttcag caaggactgg tctttctata tcctggctca cactgaattc 240 
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acccccactg agactgatac atacgcctgc agagttaagc atgacagtat ggccgagccc 



300 



aagaccgtct actgggatcg agacatgctg agatgggagc cctcgagc 



348 



<210> 60 

<211> 55 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 60 

gcgggatccg gaggtggttc tggtggaggt tcgatccaga aaacccctca aattc 55 

<210> 61 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<210> 62 
<211> 291 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 62 

gccctgctgg tcattcctgt cgtgatgggc atcctcatca ccattttcgg ggtgtttctc 60 
tatatcaaaa aggtggtcaa gaaaccaaag gataatgaga tgttaccccc tgcggctcga 120 
cggcaagatc cccaggagat ggaagattat cccggtcata acaccgctgc tccagtgcag 180 
gagacactgc acgggtgtca gcctgtcaca caggaggatg gtaaagagag tcgcatctca 240 
gtgcaggagc ggcaggtgac agacagcata gccttgaggc ccctggtctg a 291 



<210> 63 

<211> 46 

<212> DNA 

<213> Artificial Sequence 



<400> 61 

gcggctcgag ggctcccatc tcagcatgtc tcgatcccag tagac 



45 
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<220> 

<223> Synthetic 
<400> 63 

ccctcgagct ccactgtctc caacatggcc ctgctggtca ttcctg 



<210> 64 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 



Sequence 



<400> 64 

cgcgcggccg cggtcagcaa gcagccatc, 



